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F-S-1 -
o 1 2 1
F-S-2
o 1
F-S-3
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F-S-4
o 1
F-S-5
o 1
3 30 10:00 12:00 6
F-1-12
3 30 10:00 -10:20
F-1
o 1 2 1 1
1 2
F-2
o 1 1 1 1 1
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F-3
o) 1 1 1 1 1
F-4 The presence of common antigen among 54 serotypes of Salmonella
o Begum Ferdousi? 1 1
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F-6

o 1 1 1 1
F-7 Listeria monocytogenes
1/2a iap
o 1 2 3 4 1
1 2 3
3 30 11:10-11:30
F-8
o 1 2 1 1 1
F-9 rDNA
) 1 2 1
1 2
3 30 11:30-12:00
F-10
o 1 2 1
1 2 3
F-11 Erysipelothrix
o Okatani Alexandre T* 1 1 1 11
F-12
o 1 1 1 1 1 1 1
3 31 15:00 16:40 6
F-13 - 22
3 31 15:00 -15:30
F-13
o 1 1 1 1 1
1
F-14
o 1 1 2 2
1 PM2.5 DEP 2
F-15 DEP
o 1 2 1 1 1
! 2 PM2.5 DEP
3 31 15:30 -15:50
F-16 B. microti

o 1 1 1 1



F-17 Babesia divergens B -tubulin
o 1 1 1 J.S.Gray? P.J.Holman3
1 2Univ. Dublin 3Texas A&M Univ
3 31 15:50 -16:10

F-18

F-19 (WNV)NY Eg101
o 1 2 1 1 1

3 31 16:10 -16:40

F-20 A VP8
o 1 1 1 1 1 1
F-21
o 1 2 2 2
1 2
F-22 lgY
o 1 4 2 2 1 3 4



F-S-1 F-S-2

FAO/WHO

FAO/WHO Application of risk analysis to
food standards issues
10 10

F-S-3 F-S-4
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F-S-5
o 1
1
( )
(CAC)
JECFA JMPR
(ADI) ADI
(NOAEL)
ADI
(MRL)
MRL
MRL
MRL
(TMDI)
TMDI  ADI TMDI

ADI



o 1 2 1 1
1 2
3 7
33 12
10t 10°®
DHL MLCB
101 iml
24 48 DHL
TSI
API20E
48
Escherichia coli Proteus mirabilis Klebsiella(K)
pneumoniae K.oxytoca Enterobacter(E) aerogenes

E.cloacae E.agglomerans 14/48 13/48 10/48

1/48 5/48 4/48 1/48

F-3
o 1 1 1 1 1
1
2002 4 12 60
133
446 100
DHL
132 133
PCR
MIC
60 133
5 8.3 7 5.3
4 2 Salmonella Typhimurium ST 3
3 S Choleraesuis SC
8 3
ST
SC

ST

F-2

o 1 1 1 1 1 1
1 1
1
2002 5
10 12 53
178 2 20
40 1 1
3
7.5 HI
1
39.3 25 25
70.2 27.5
32.5 273 158 57.9 Devriese
Poultry K B CV A 55 K
B CvC 21 Human 18 K B Cv C 12
K B Cv A 8 Ovine 1 (13
) K B CvV A 4 Human 3 Poultry K

B CV A 2 K B CV A Ovine 1
17 ) K B Cv A 10 Human 3 K
B CV A 2 Poultry K B CV C 1

F-4 The presence of common antigen among
54 serotypes of Salmonella

o BegumFerdousit 1 1
1

Salmonella causes a wide variety of disease and the
syndrome in different animals, birds including humans
beings and it remains as a big problem with public health
significance throughout the world.A suitable vaccines or
suitable diagnostic technigues system are not still available.A
common protein from 54 serotypes were detected by SDS
PAGE and Western blotting technique. The protein band of
36.5kDa was heavy and in common among the 54 serotypes
and were confirmed by Western blotting using chicken
antiserum.We are analysing the protein sequencing,whether
the protein with the moleculer size of 36.5kDa is same among
the serotypes.



F-5 Bartonella henselae suc F-6
o 1 1 1 1 o 1 1 1
1 1
Bartonella henselae (Staphylococcus aureus)
(IFA) Chlamidia S aureus
Coxiella burnetti B.
henselae
B. henselae .
B. henselae Houston- SE € Multiplex PCR
ZAP Express Predigested 2001 8 2002 9 4
Gigapack Cloning Kits
B. henselae S. aureus 4 84.6
91.9% 10 102cfu/ml
S. aureus 29.7 35.5%
B.H.HousC1 C3 FASTA 102 10%fu/ml
B.H.HousC1 13.9 28.6%
17 a 102cfu/ml 106cfu/ml
B.H.HousC Brucella melitensis C.
burnetti  dihydrolipoamide succinyltransferase sucB se
64.2 54.5 253 117 46.2%
B. henselae suc ORF  1,164b.p. 388 165 83 50.3%
B. henselae suc . .
ORF IFA B seg+sei sea see
henselae 35 13.8% 23 13.9%
113.4 Da( Tag 63.4 se
a) B. henselae Suc
B. henselae
F-7 Listeria monocytogenes F-8
1/2a iap
o 1 3 4 1 ° 1 2 1 1
1 1 . )
1 2 3
4
Listeria
monocytogenes (L.m) 1/2a iap 1982
1/2a
3 HM1 HM2
12H 17
20 DNA 2)
DNA
iap 407bp
HM1  HM2 12H
HM1  HM2 Brachyspira(B.) NCTC11492, ATCC27164, ATCC29796,
11P1 c2 .
80C1 12H SDS-PAGE  Ochiai (1997)
186C1 188C3 16SribosomalDNA Ochiai  ( )
SDS-PAGE
A 76P2 78P5 89C5 B 183P1
G 312B1 A B C E 104P5 213C1 B.aalborai
221C1 268C1 -aafborgl
0 9 6
AATACA 6 1S B.hyodysenteriae
, 16SrDNA
B.aalborgi

B.pilosicoli
B.aalborgi



F-10

F-9
rDNA
o 1 » . o 1 2 1
1 2 1 2 3
Hovind Hougen
1982 2000 Fellstrom
Adachi
Brachyspira aalborgi
B.ibaraki 37
16SrDNA MIC
8 G
0.1ml 400p g ml
37 2
3
16
15 16SrDNA PCR
MIC 0.003
u g/ml
3
15 8 0.1 6.4y g/ml
16SrDNA 50 100u g/ml
B.aalborgiNCTC11492 99.3 99.7
B.hyodysenteriaeATCC27164 96.2 96.7
B.pilosicoliP43 6 78T 954 95.8
B.aalborgi
7
F-11 F-12
Erysipelothrix
o Okatani Alexandre T* 1 1 1 o 1 1 1 1 1
1 1
1 1
Erysipelothrix
Salmonella Choleraesuis DNA
gyrA QRDR
Erysipelothrix
11
E 13
rhusiopathiael53 E. tonsillarum?20 S Chol ;
Erysipelothrix 27 200 - Lholeraesuls
(ABPC)
(EM) (KT)
(OTC) (OA) (CP) NA OA
(TP) (CEZ)
(KM) (SQ) 10 NFLX ERFX OFLX BFLX OBFX DNFX DFLX
1 200 17 (85 ) OTC 6 (3 ) EM CPFX 10 NCCLS
2 12 (15 ) gyrA parC QRDR
oTC 6 (75 ) EM 4 (6.7 )
1 (17 ) OTC 3. S. Choleraesuis
OTC EM QRDR
parC

gyrA

gyrA



o 1 1 1 1 1 2 o 1 1 2 2
1 2 1 PM2.5 DEP 2
DEP
TBTC DEP
DBTC TPTC DPTC DEP DEP
180p mol/kg 24
GC-MS
TBTC DBTC
(F344: JCL) 25 35
DBTC
TPTC  DPTC BW 170g 300 ep .
TBTC
DBTC TPTC
DPTC ( 2000) DEP
4
TPTC
DEP
TBTC  DBTC DEP
2- -4- 3- -4-
TBTC DBTC 4- - -
TPTC
DPTC
TPTC
DEP
F-15 DEP F-16 B. microti
1) 1 2 1 1 1 o 1 1 1 1
1 2 PM25 DEP 1
DEP
B. microti
DEP Apodemus speciosus
DEP - - - A. argenteus
PNMC - - -
PNMPP in vivo
1.
F334
PNMC100mg/kg PNMPP20mg/kg 2 2.
25
Wistar-lmamichi PNMC100mg/kg
2 1 PNMC 8 10
PNMPP 40%
PNMC 2.
PNMC
hER yeast 12,800
PNMC, PNMPP
PNMC
in vivo
in vivo PNMPP



F-17

Babesia divergens
B -tubulin
o 1 1 1 J.S.Gray? P.J.Holman?
1 2Univ. Dublin  3Texas A&M Univ

Babesia divergens

132 B.
Kbs7-7 Etb5
18SrRNA

divergens

B. divergens
B. odocoilei
rRNA

(97.9
99.4%)

B -tubulin
Kbs7-7 Etb5 B. divergens MRNK
B. odocoilei Engeling B -tubulin
18 404
DNA

PCR
1.2kb 5'
Kbs7-7  B. divergens 97.9%
89.9% 91.8%
Kbs7-7  B. divergens
(93%) 55 67%

divergens B. divergens

F-19 (WNV)NY

Eg101

(WNV)

WNV
1999
(NY) NY

(NY )

NY
WNV
NY
lineagel

lineage 2

lineagel
Eg101 NY
NY

99.6
Eg101
BALB/c

1x 10°PFU  NY Eg101

NY 80
Egl01

NY

NY Eg101

F-18
o 1 1
1
1
TBE
TBE
1 N
TBE
TBE
pCAGprME
131
VLPs
prM E
pCAGprME 293T
HA
E
F-20 A
VP8
o 1 1
1
A
A
LA WAVPS8-LA
POVP8-LA
133
LA
SA-11
LA
94
1991 92
LA
20/21
0.627

LA

2 prM E
prM-E
VLPs
TBE
prM-E
E ELISA
E
prM
E
HA
E
E
VLPs
cDNA
1 1 1
GST VP8
SAVP8-LA
SAVP8-LA
94 SAVPS8-LA
75.5% 71/94
0.70 51/73 0.95

LA



F-21

(sJ

SM

RNA

(SM

2 2 2
2
N
16 2
N
cDNA Nested PCR
(1312bp)
132
G
4
(JA )

lgY
o 1 4 2
3
1 2
4
CVSs-11 N P G
N P
pPQE
QIlAexpress System
0.3mg
2 3
PBS
Cvs-11
IFA RFFIT
N P IgY
IFA 1:4,000 1:32,000
1:500 GF-2
6 1:1893
G NP
lgY

GF-2

lgY

IgY

G GF-2

IgY

wB

14

IgY

JM109

Cvs-11

lgY
WB



