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A-23 Peculiar Bundles of Filaments and Multivesicular

Nuclear Body in Somatic Cells of the Lesser
Mouse DeerTestes: An Ultrastructural Study

Sexually mature lesser mouse deer were obtained in East
Malaysia. The testes were perfused with 5%
glutaraldehyde, postfixed with 1% OsQOs, dehydrated in
ethanol, and embedded in Araldite. The semithin and
ultrathin sections of testes were cut and observed by light
microscopy and  transmission  electron  microscopy
(JEM-1200). As a result, in Leydig cells, two types of
bundles of filaments were frequently recognized. These
bundles of filaments were peculiar in Leydig cell, but not in
other testicular cells. One of the two types was the bundles
of actin filaments (approximately 5 nm in diameter). They
were present in the nucleus and cytoplasm. Another one
was the bundles of intermediate filaments (approximately 10
nm in diameter). They were present only in the cytoplasm.
The existence of peculiar bundles of filaments in Leydig cell
has never been reported in testicular cells of any other
mammalian species. Thus, it seems likely that the bundles
of actin and intermediate filaments are specifically present in
Leydig cells of lesser mouse deer, but their functions are still
unclear. On the other hand, multivesicular nuclear body
(MNB), specifically present in the Sertoli cell nucleus of
ruminant testes, was infrequently encountered within the
Sertoli cell nucleus of lesser mouse deer. MNB, associated
with nucleolus, was composed of vesicles, irregular tubules,
and ribosome-like structures. Since the MNB, though less
developed compared to that of bulls and goats, was present
even in the Sertoli cell nucleus of primitive ruminant-lesser
mouse deer, the MNB should be a common structure of
ruminant Sertoli cells.
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