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The ostrich industry is considered one of the promising
industries in Egypt, which will have a good impact on the
Egyptian economy. Respiratory problems are one of the
biggest problems facing this industry. This work was
performed in an ostrich-breeding farm. More than 20 mothers
were suffering from respiratory illness pronounced by
coughing, nasal discharges poor performance and emaciation.
The microbiological examination revealed the presence of
asperigillus fumigatous fungus. At necropsy a fur like growth
covered the air sacs. The lung contained multiple varying size
nodules resembling the tubercle nodules. The liver was
enlarged and had multiple whitish foci. Histopathologically,
there was granulomatous pneumonia. The center of the
granuloma contained simple branched non-septated hyphea.
Foreign body giant cells were observed engulfing the fungal
hyphea. The pleura was thickened and showed the fungal
growth. The liver had diffuse vacuolar degeneration
suggestive of fatty infiltration.
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